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Species Gene Symbol Gene ID GenBank Accession Transcript
Human TXNIP 10628 BC093704 NM_006472
About the gene

Official Symbol TXNIP

Previous Symbol -

Official Full Name | thioredoxin interacting protein

Synonyms VDUPI; EST01027; HHCPA78; THIF; ARRDC6
Location 1g21.1

Gene Type protein_coding

Uniprot ID Q9H3M7

Pathway/Library others

This gene encodes a thioredoxin-binding protein that is a member of the alpha arrestin protein family.
Thioredoxin is a thiol-oxidoreductase that is a major regulator of cellular redox signaling which protects
cells from oxidative stress. This protein inhibits the antioxidative function of thioredoxin resulting in the
accumulation of reactive oxygen species and cellular stress. This protein also functions as a regulator of
cellular metabolism and of endoplasmic reticulum (ER) stress. This protein may also function as a tumor
suppressor. Alternate splicing results in multiple transcript variants.
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IR BAAR(S BiE S %293T (AR B 4H) (C6008):  https://www.beyotime.com/product/C6008.htm .
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a. X TZ M, v LLU#EIET7 Endonuclease I (T7TEDZHAT %55E, HIFEIAMAEERIZHDNA, #EsgRNAJT HI BT 5147)
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 152/
0222 H R R - TR R IR W(100X) 100ml
D0508S/M 2 PR 2 g A SR A A ) 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%5 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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